mosquitoes were competent to transmit ZIKV when simultaneously challenged with the same isolates and viral loads [5, 7, 9, 11, 12, 14] . Only 1 discordant study described the detection of RNA fragments compatible with ZIKV in the saliva of orally challenged Cx. quinquefasciatus mosquitoes [6] . Notably, infectious ZIKV particles have never been detected in saliva expectorated by Cx. pipiens or Cx. quinquefasciatus mosquitoes either orally exposed or intrathoracically inoculated with ZIKV [5, [7] [8] [9] [10] [11] [12] [13] [14] . Moreover, Culex mosquitoes essentially do not even meet the basic requirements that allow a potential transmission, i.e., the persistence of infection followed by viral dissemination to secondary tissues outside the midgut [5, [7] [8] [9] [11] [12] [13] . In reality, Culex mosquitoes infrequently become infected, or at most, they are minimally infected, but viral dissemination is consistently not achieved [5, [7] [8] [9] [10] [11] [12] [13] [14] .
Therefore, these results provide enough consistent scientific evidence to conclude that domestic Culex mosquitoes cannot be considered ZIKV vectors. Consequently, there is no reason to consider Culex as target species to halt the ZIKV epidemics and spread. It is past the time to stop controversy and focus our efforts on research on several still poorly understood aspects of ZIKV dynamics of transmission and to propose more accurate surveillance methods and adapted control measures against Ae. aegypti. Designing combinations of efficient control measures against this mosquito would concurrently mitigate transmission of dengue, YF, and chikungunya viruses, which share the same primary vector. Let's join our efforts to face the real challenges. Other arboviruses are already on the starting blocks, as recently exemplified by Mayaro virus [15] . 
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